Molecular phylogeny and biogeography of the endemic Hawaiian Succineidae (Gastropoda: Pulmonata).
The endemic Hawaiian Succineidae represent an important component of the exceptionally diverse land snail fauna of the Hawaiian Islands, yet they remain largely unstudied. We employed 663-bp fragments of the cytochrome oxidase I (COI) mitochondrial gene to investigate the evolution and biogeography of 13 Hawaiian succineid land snail species, six succineid species from other Pacific islands and Japan, and various outgroup taxa. Results suggest that: (1) species from the island of Hawaii are paraphyletic with species from Tahiti, and this clade may have had a Japanese (or eastern Asian) origin; (2) species from five of the remaining main Hawaiian islands form a monophyletic group, and the progression rule, which states that species from older islands are basal to those from younger islands, is partially supported; no geographic origin could be inferred for this clade; (3) succineids from Samoa are basal to all other succineids sampled (maximum likelihood) or unresolved with respect to the other succineid clades (maximum parsimony); (4) the genera Succinea and Catinella are polyphyletic. These results, while preliminary, represent the first attempt to reconstruct the phylogenetic pattern for this important component of the endemic Hawaiian fauna.